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1Benopycckuli 2ocyoapcmeeHHbill
yHuUsepcumem, 6uonoz2uvecKkuli gpakynomem,
MuHck

2UHcmumym npuKknadHbIxX pusuyecKux
npobaem umeHu A.H. Ces4yeHKoO
benopycckozo 2ocydapcmeeHHO20
yHusepcumema, MuHcK

Vinnck 2019



BakTepuanbHbin OXKOT

( Bo3byautenb 3abonesaHna -—
npeacraBuTenb cemeuncTBa
Erwiniaceae, 6aKkrepua Erwinia
amylovora

MoparkeHue 6aKTepmnasibHbIM 0XXOrom
pacTteHunit Pyrus communis
(rpywa obbiIKHOBEHHAaA)

MopaXkeHne 6aKTepmnanbHbIM OXKOrom
pacteHun Malus domestica
(abnoHa pomaluHan)



BaKkTrepuanbHbIU OXKOT
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https://www.cabi.org/

o MepBoe HabnoaeHue — CeBepHaa AmepuKa, 1780

o Mepsble coobuieHUA BHe CeBepHOIt AMEpPUKY — o Poccua - 2003
1903, AnoHna u Hosaa 3enangusna, 1920 O BEI'Iapbe - 2007

o B Espone — AHrnusa, 1958



Cnocobbl KOHTpONA BaKkTepuanbHOro OXKora

e 3aKOHOAaTe/IbHbIX KOHTPOb

* ArpoTexHunyeckme npuemsl

* [MpmeHeHMe asp030aer XMMNYECKNX areHTOB:
aHTUOUOTUKM (CTPENTOMULMNH, OKCUTETPALMKAUH U
reHTaMULUWH), Meab-coaepKallue cCoeaUHEHNA,
PErynaTopbl pocTa (NporekcagmoH Kanbums)

* BUoONOrM4YecKknUm KOHTPOIb: baKkTepun-
aHTaroHuctbl (Pseudomonas agglomerans
n Pseudomonas fluorescens) v

a I | L F ~ - 9 E I - -
CNeunPUUIHbIE DaKTepuogary




Llensb
* UCCJICIOBAHUE
MOTEHIMAJbHBIX Ar€HTOB
00pbLOBI ¢ DaKTEePHAIBHBIM
0K0TOM — ClIeIU(PUIHBIX

OaxkTepuodarosn
3anaauu
* BbiaeneHne n3 obpasuoB OKpyKatoLien
cpeabl KYNbTyp 6aktepuodaros

XapaKTepUCTUKa UX Mop@Ponornyeckmx,
PUSNONOTUYECKUX U MOJIEKYNAPHO-
reHeTU4eCKuX CBOUCTB



BbiaeneHue Kynbtyp 6akrepuodaros
E. amylovora w3 oKpy»atowen cpeabl

r. HoBorpyaok, pogHeHcKas [MouyBa B 16/710HEBOM U rpyLLEBOM
obnactb, benapycb caay

r. HoBorpyaok, poaHeHcKas [MouyBa B 56/10HEBOM U rpPyLLEBOM
obnactb, benapycb caay

Mopdonorna HeraTUBHbIX KOZIOHMU NPU NOCEBE HA
ABYXC/NIOMHbIU arap Ha OCHOBE NEeNnTOHa U
APOXKIKEBOBro sKCTPaKTa

Henal Hena2




180 nm
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Henal Hena2

MukpodoTtorpadpun, nony4yeHHble (o NOMOLLLbIO
NPOCBEUYNBAIOLLLEro 3/1IeKTPOHHOro mukpockona Hitachi H-800

Pazmep MKOCas3gpuyecKoim ronioBKU, HMW:
~35 Hm ~24-27 HM

Mopdonoruueckuii Tun cemencrasa Myoviridae --.



aKkTepms

dar

Henal

Hena2

1P.c. - Pectobacterium carotovorum

E. Pantoea P. c.l |E. coli
amylovora |agglomerans




UccnepoBaHune yctonumnsoctu bakrepuodaros K

Xxnopodopmy
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Tutp 6akTepuodara Henal Ha cpepax
pPa3/INYHOro CoCcTaBa
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KonTtpoas CopOur [ e [1r0K032
100aBKa B cpely KyJIbTHBHPOBAHMS



Tutp 6aKkTepuodara Hena2 Ha cpepax
Pa3/INYHOro CoCTaBa
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KoHTtpoas CopOur I Bgasinisizi [ 1r0K03a
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MoneKynapHo-buonormnuyeckas
XapaKTepuctuka Henal

Sequences producing significant alignments:
Select: All None Selected:0

i1 Alignments O
pe e Sr::isfe STS:J?L ?:Eig vallzue IE:;t proese
[] Klebsiella phage vB_KpnM_BIS47_complete genome 440 440 91% Be-119 72.87% KYG652726.1
[] Raoultella phage Ro1, complete genome 433 433 91% 1e-116 72.54% MG250486.1
[ Proteus phage Mydo, complete genome 427 427 91% 5e-115 72.32% MK0D24806.1
[ Kiebsiella phage vB_KpnM_KB57, complete genome 427 427 91% Se-115 72.32% KT934943.1
[] Salmonella phage SSE-121, complete genome 380 380 87% Te-101 71.37% JX181824.1
[] Salmonella phage PVP-SE1, complete genome 380 380 87% 7e-101 71.37% GUOT0616.1
[] Enterobacteria phage 4MG, complete genome 368 368 87% 4e-97 71.26% KF550303.1
[0 Cronobacter phage vB_CsalM_GAP321, complete genome 366 366 87% 1e-96 71.29% JNBB2284 1
[] Escherichia phage Av-05,_ complete genome 298 298 86% 2e-76 69.49% KM190144.1

Genus: | Selvirus (new)

Subfamily: | Vequintavirinae (new) CeMEﬁCTBO MyOVi ri d ae

Family: | Myoviridae

Name of new species:

Order: | Caudovirales

noacemMeiicTBo \/equintavirinae

Salmonella virus SE1
Salmonella virus SSE121
Escherichia virus 4MG
Cronobacter virus GAP31




MoneKynapHo-buonormnyeckas

XapaKrepuctuka Hena2

Sequences producing significant alignments:
Select: All None Selected:0

i1 Alignments

O 0000 O

R Max Total Query E

Score Score Cover value
Erwinia phage vB_EamM-M7. complete genome 1423 1423 93% 0.0
Erwinia phage vB_Eamh-I7, complete genome 1423 1423 93% 00
Erwinia phage phiEa21-4. complete genome 979 979 93% 00
Enterobacter phage phi63_307, complete genome 974 974 93% 00
Erwinia amylovora phage phiEa104 complete genome 963 963 93% 00
Erwinia phage SunLIRen, complete genome 952 952 93% 00

cemeiictBo Myoviridae
noaceMeicTeo Ounavirinae

Per.
Ident

99.11%
99 11%
88.97%
88.85%
88.59%
88.34%

o]

Accession

NC_041978.1
HQT728263.1
EUT10883 1
MG589384.1
FQ482083.1

MH426725.1

pon Ea2l14virus



BbiBOAbI

* Ilonyuyennbl uyncThie JuHUHM 0akTepuodaros E. amylovora Henal u Hena2,

BbI/JIeJICHHBIX HA TeppuTopuu benapycu

* Pesyabrarel IIOM mno3BojmiiM OTHeCTH 000uX OakTepuodaroB K

cemeiicTBy Myoviridae.

* AHaau3 (QparMeHTOB I'eHOMOB HCCJIeAyeMbIX OakTepuodaroB mno3BOJIUJI
NMPEANOJIOKUTh UX CHCTEeMaTH4YecKoe moJsiokeHue. Henal npenBapureabHO
OTHeceH K moaceMeilcTBy \equintavirinae, Hena2 - moacemeiicTBy Ounavirinae,
pony Ea2l4virus.

 Jlaa OaxkrepuodaroB 1mokazaHa yYCTOMYUBOCTL K  BO3IACHCTBUIO

xJIopogopma.



BbiBOAbI

 IIpoBeaeH aHAIU3 CHEKTPA JUTHYECKOIO AeCTBUA OaKkTepuo(paros.
YcraHoByieHO, 4TO Oaktepuodar Hena2 mnposiBisieT AKTHBHOCTH KaK
OTHOIIEHHHM INTaMMoOB OakTtepuii Buaa E. amylovora, Ttak m P.

agglomerans.

e Jlusa 0akTepuodaroB M3y4YeHO BJIUSHHUE MPUCYTCTBUSA OPraHUYECKHUX
100aBOK B NUTATEeJIbHOU cpene HA 3P PEeKTUBHOCTH
penpoayKkuuu OakTepuodaroB U YCTAHOBJIEHBI HE0OXOAUMBbIE J00aBKHU
JIJIS MOBbIMIEHUS TUTpa Oakrepuodara Henaz2 nmpu pasMHOKEHUM HA

mramme 0akTepun E. amylovora 1/79Sm — 2,5 % cop6uToJ1 uin rirKo3a.



Hatanba becapab,
E-mail:
natal-vasilna@rambler.ru
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